
 

  

  

SSCCIIEENNTTIIFFIICC  WWOORRKKIINNGG  GGRROOUUPP  MMUULLTTIIPPLLEE  MMYYEELLOOMMAA  

  ““GGEENNEE  EEXXPPRREESSSSIIOONN  PPRROOFFIILLIINNGG  IINN  MMUULLTTIIPPLLEE  MMYYEELLOOMMAA””  

  
Place: Room Salon Sauerbruch 

EHA 14th Congress Berlin June 2009 

Date: Thursday, June 4th, 2009 

Time: 18.30-20.00 

  

FFIINNAALL  PPRROOGGRRAAMMMMEE    
 

18.30   

Welcome and introduction. Pieter Sonneveld 

 

18.35 – 18.55 

Bioinformatics: which analysis options are currently available for GEP analysis 

Agnelli Luca/Antonino Neri 

 

18.55 – 19.15 

Classifiers currently being developed in multiple myeloma 

Mark van Duin/Pieter Sonneveld 

 

19.15-19.35 

Classifiers predicting response to therapy 

Martin Boegsted/Hans E Johnsen 

 

19.35 – 19.50  

Cross-validation of classifiers in multiple myeloma – which parameters are 

important 

Nicholas Dickens/Gareth Morgan 

 

19.50-20.00 

Summary and EMN strategies 

Hans E Johnsen 

 


